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2 run_qgshiny

run_qgshiny Run the application

Description

Runs the ’shiny’ application interactively.

Usage

run_qgshiny(display.mode = c("normal", "showcase"))

Arguments

display.mode The mode in which to display the application. If "showcase", application code
is displayed along with the output. If "normal" (default), the code is hidden.

Examples

if (interactive()) {
run_qgshiny()

}
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